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A Game Changer in Cervical Cancer
Management
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The Breakthrough: 5 Tests in 1

5 Tests in 1 — One Molecular Solution: The Breakthrough

= HPV RNA Detection RNA-based NGS technology provides:
= HPV Quantification * |nsightinto viral activity (not just
=  HPV Genotyping presence)

=  Marker of Active Infection = Direct correlation with high-grade
=  Precancer Lesions Determination lesions (HSIL)

= |mproved patient risk stratification
Why It Matters
Traditional screening:
= HPV DNA test - low predictive value
= (Cytology — subjective, low sensitivity
=  Multiple steps = costly & inefficient
Leads to unnecessary follow-ups and
colposcopies

Gene expression balance serve as a molecular marker for

different stages of HPV infection, with E6 and E7 genes
associated with the cancerous state
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Overview

DeepChek® Assay HPV messenger RNA Genotyping employs a targeted-NGS
methodology to generate RNA sequencing data from standard cervical swabs
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Data analysis
and reporting

B —> RNA —> cDNA —> —> NGSlibrary ——> Sequencing ———

& (partially-degraded
— RINA OK} .
Illumina
Cervical swab conserved ) "

at room temperature in a 7 l I -
gynecological medium ll —— E
—

|| B

In single
tube

=
é@ =3 Forward primer
=

€= Reverse primer

720 HPV amplicons corresponding te spliced and unspliced
junctions of 16 High Risk HPVs + control sequences
TOTAL = mix of 525 unique primers (current version)

From data to interpretation into a score

INTEGRATION OF THE RNA
BALANCE
INTO A SCORE
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HPV-RNA-Seq detects a specific set of HPV transcripts quantitatively and combines this data into
a logistic regression score that predicts the presence of lesions in a sample.

Biological

ABL IS Proprietary, ABL Diagnostics S.A. — 2026

Laboratories For Research Use Only (RUO): not for use in diagnostic procedures, no claim or 3/5
| Diagnostics | representation is intended to provide information for the diagnosis, prevention, or
- 202604 2 - treatment of disease.




Scientific Workflow
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Bioinformatics pipeline for analysis & interpretation

: HPV detection &
Results by patient :
Qc genotyping
Copy sV Excel POF Print [Show 10 Enlriei l Search:
SampleName Status prediction nb_HSK_genes HPV detected HPV_covered HPY_Not HSIL HPY_HsIL max_score
1 Cytics- Multi- HSIL 7| 167356 16 16 0.911968796519149
C6-01.51 001 infected
2 Cytics- Multi- HSIL 13 | 16,18 16 16 0.699049010869685
Cé-04.54 001 infected
3 Cytics- Mona- HSIL 12 | 16
C6-06_56 001 infected E
Q‘;ﬁ Analysis: Whole genome sequencing of HPY ABLB
4 Cytics Mone HSIL 2316 o & o
C6-11.511.001  infected Q Technique: DeepChek® Genotyping Saftware (RUO) - HPY, ABL Advanced Biological
R ® ® Laboratory
R . Sample: 121_Pasteur(02/02/2026)
B guf;-sm oot Mfumt- , HSIL 15 | ¢8,16) MicrobioChek
s recte Whole genome Patient:
6 Cytics- Multi- HSIL 13 | 1631 HPY Status: Mot reviewed
C6-21.521.001  Infected
7 Cytics- Multi- HSIL 10 | 16,73,
622622001 infected GENOTYPING REPORT
& Cytics- Multi- HSIL 5 | 16,52
C6-24 524 001 Infected sample identification summary
9  Cytics- Multi- HSIL 16 | 16,73
C6-29.829.001  infected Sample Information
10 Cytics- Multi- HSIL 14 | 1618 @ sample identification 121 _Pasteur | | Sequencing dat= 02/02/2026
C6-30.530.001  infected
Sample date 02/02/2026 Sequencing platform MiSeq
Showing 1to 100f 85 entries T Sample type Missing Data Assay ot ID MNone
. . Genotyping method DeapChek® Assay Whale Genome HPY
Lesion prediction Software analysis details Genotyping
Application Input files 121_1_$6_Ri_001 fastqgz
Execution date 02/02/2026 15:21:59 CET+0100 121 1 S6_R2_001.fastqgz
Runtime 0:11:11
MicrohioChek® version 2120
4

Contact information

Firstname Jessica Institution phone number

Lastname Arliaud  Institution fax number

Job title Signature

Predictions

Status HSK genes count HPV detected HPV covered ction Score

Multi-infected 5 16,52 16,52 0.97TT13371083T8997

Contacts & references

DeepChek® Assay HPV messenger RNA Genotyping (24 tests)......cccceveveveeerenne, 208A24

ABL Diagnostics S.A. contact@abldiagnostics.com
72C Route de Thionville, 57140 WOIPPY, France https://www.abldiagnostics.com
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