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HPV RNA-SEQ:
a novel and unique molecular
screening test that allows detection of
pre-cancerous lesions of the cervix k
. -
from cervical samples
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DETECTS HPV RNA N

Molecular test

-

QUANTIFIES HPV RNA

DeepChek® HPV GENOTYPES HPV BY
messenger RNA SEQUENCING
Genotyping Kit —

MARKER OF ACTIVE
INFECTION

Cytological test
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TEST IMPLEMENTATION

Molecular biology NGS Bioinformatics
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720 HPV amplicons corresponding to spliced and unspliced
junctions of 16 High Risk HPVs + control sequences
TOTAL = mix of 525 unigue primers (current version)

HPV-RNA-Seq employs a targeted NGS methodology to generate RNA sequencing data from standard
Advanced cervical swabs.
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and Cervical Cancer Progression

HPV Infection

Invasive cancer

ENDICERVIY. ]
Squamous intraepithelial lesion

(GUAMDRLAR CEUS)
High grade

ECTOCERVIX ——o
(s8uAMous cEWS) 3 Normal cervix
' Low grade
Cervical intraepithelial neoplasia
Grade 3 1

Grade 2

Grade |

1@»!36
L ]
.
Superficial zone = | e\ Gl S~
{ ] < >

e | Salo oo’

Basement membrane —
Dermis

L

Integration “

i 12 KR £ £

1 | '

| 1 ¢ — ]

H
£6 £l iHost
'DNA

@D Nuclei with episomal €D Overexpression
viral DNA of 6 and £7
€D Nuclei with integrated ) Expression of early 3
viral DNA and late genes

€3 Normal nuclei
Woodman et al. Nature Reviews Cancer 7, 11-22 (January 2007) Nature Reviews | Cancer
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HPV Infection and Cervical Cancer Progression

Low-grade
CIN1

High-grade

Invasive cancer

85-30% 10-15% = .

eliminate 031 2%

HPV o
Episomal virus 100% 100% 20-95% 0-20%
Integrated virus 0% 0% 0-50% 45-80%

E2 expression J I . -
E6/E7 expression - I I

Shulzhenko Trends In Microbiology 2014

Gene expression balance could serve as a molecular marker for different stages of HPV
infection, with E6 and E7 genes associated with the cancerous state.
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HPV Infection and Cervical Cancer Progression
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Viral persistence
) and progression
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MOLECULAR HPV TESTS - DNA tests (HPV genome) virus detection & genotyping
CURRENTLY IN THE MARKET * RNA tests (E6/E7 RNA)
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virus detection & genotypin
HPV-RNA-SEQTEST (combining molecular g L

tests and cytology tests advantages)

(pre)cancerous lesions molecular detection

Advanced HPV-RNA-Seq combines the advantages of molecular HPV tests and cytological tests:
Biological HPV detection & genotyping + precancerous lesion molecular detection
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HPV-RNA-Seq

From data to interpretation : an RNA balance into a score

INTEGRATION OF THE RNA 1
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HPV-RNA-Seq detects a specific set of HPV transcripts quantitatively and combines this data into
a logistic regression score that predicts the presence of lesions in a sample.
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HPV-RNA-Seq

Gynie: the HPV-RNA-Seq software

Results by patient HPV detection &

Qc genotyping

Copy | | C5V | Excel | | PDE | | Print |5how 10 - |entriei l Search:
SampleMName Status prediction nb_HS5K_genes HPVY _detected HPY_covered HPY_MNot_HSIL HPV_HSIL mMax_score

1 Cytics- Multi- HSIL 7§ 16,/3,56 16 16 0.911968796519149
Cé-01.51 001 infected

2 Cytics- Multi- HSIL 13 § 16,18 16 16 0.699042010869685
C6-04_54_001 infected

3 Cytics- Mono- HSIL 12 § 16 16 16 0.534739130322608
Cé-06_56_001 infected

4 Cytics- Maono- HSIL 230 16 16 16 0.559753368417216

C6-11_511_001 infected

5  Cytics- Multi- HSIL 15 § 68,16,/73 /3 /3 0.55603752426824
C6-13.513 001 infected

6 Cytics- Multi- HSIL 13 16,31 16 16 0.633262497226744
C6-21_521_001 Infected

7 Cytics- Multi- HSIL 10 § 16,73,31,59 16 16 0.723455266706626
C6-22 522 001 infected

8  Cytics- Multi- HSIL 5 ) 16,52,18 16 16 0.67009129470943
C6-24_524 001 Infected

9 Cytics- Multi- HSIL 16 | 16,/3,18,59 73 73 0.562945414032286
C6-29_529 001 infected

10 Cytics- Multi- HSIL 14 § 16,18,31 16 16 0.825781223019552
C6-30_530_001 infected

Shawing 1 to 10 0f 95 entries T Previous | 1 | 2 3 4 5 10  Next

Lesion prediction
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THANKYOU!

Any question?
www.abldiagnostics.com
contact@abldiagnostics.com
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